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The Methods of Protein Conformation Predicted by UV-Circular Dichroism
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Abstract The principle of protein circular dichroism (CD) and the relationship between protein structures and its CD are
introduced in this article. The methods, including principle, reference proteins, fitting algorithm and its program, of protein
secondary structures predicted by far ultraviolet (UV) CD are reviewed. The proteins near UV CD spectra contain the information
of the aromatic amino acids and disulfide group which are hypersensitive to environmental changes, and they imply the protein
tertiary structures information.
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Fig. 1 Circular dichroism (CD) spectra of polypeptides in the a-helical,f-sheet ,p-turn and P2 conformation[ !
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Fig. 2 CD Spectra of all component proteins in the SP175 database[3 !
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