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U1-70k
Cat.No. 203 011; Monoclonal mouse antibody, 100 µg purified IgG (lyophilized)

Data Sheet

Reconstitution/
Storage

100 µg purified IgG, lyophilized. For reconstitution add 100 µl H2O to get a 1mg/ml
solution in PBS. Then aliquot and store at -20°C until use.

Applications WB: 1 : 500 up to 1 : 1000 (AP staining)
IP: yes
ICC: 1 : 500
IHC: yes
IHC-P/FFPE: 1 : 500
FACS: yes

Clone H111

Subtype IgG1 (κ light chain)

Immunogen Recombinant protein corresponding to AA 1 to 437 from human U1-70k (UniProt
Id: P08621)

Epitop Epitop: AA 1 to 275 from human U1-70k (UniProt Id: P08621)

Reactivity Reacts with: human (P08621), rat, mouse (Q62376), mammals.
Other species not tested yet.

Specificity Specific for mammalian U1-70k.

TO BE USED IN VITRO / FOR RESEARCH ONLY
NOT TOXIC, NOT HAZARDOUS, NOT INFECTIOUS, NOT CONTAGIOUS

In eukaryotic cells introns are removed from pre-mRNAs by the splicesome which consists of the U1,
U2, U4, U5 and U6 small nuclear ribonucleoprotein particles (snRNPs) and other proteins.
Binding of the 5´-splicing site to the U1 snRNP is one of the first steps in the spliceosome assembly.
This interaction involves base-pairing between the U1 snRNA and conserved sequences spanning the
5´-splice site.
U1-70k is a member of the U1 snRNP. It has an RNA binding domain (RBD) and directly interacts with
stem-loop I of U1 snRNA.
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